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4 <110> APPLICANT: ROEWEKAMP, Walter 

5 ROSE-JOHN, Stefan 

7 <120> TITLE OF INVENTION: CONJUGATE FOR MODIFYING INTERACTIONS BETWEEN PROTEINS 
9 <130> FILE REFERENCE: 012627-009 

11 <140> CURRENT APPLICATION NUMBER: 09/142, 471B 

12 <141> CURRENT FILING DATE: 1998-11-04 

14 <150> PRIOR APPLICATION NUMBER: PCT/DE97 /004 58 

15 <151> PRIOR FILING DATE: 1997-03-07 

17 <150> PRIOR APPLICATION NUMBER: DE 196 08 813.5 

18 <151> PRIOR FILING DATE: 1996-03-07 
20 <160> NUMBER OF SEQ ID NOS : 16 

22 <170> SOFTWARE: PatentIn Ver. 2.0 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 1627 

26 <212> TYPE: DNA 

27 <213> ORGANISM: Unknown 

29 <220> FEATURE: 

30 <221> NAME/KEY: sig_peptide 

31 <222> LOCATION: (34).. (90) 

33 <220> FEATURE: 

34 <221> NAME/KEY: mat_pept ide 

35 <222> LOCATION: (91).. (1608) 

37 <220> FEATURE: 

38 <221> NAME/KEY: CDS 

39 <222> LOCATION: (34).. (1608) 

41 <220> FEATURE: 

42 <223> OTHER INFORMATION: Description of Unknown Organism: A conjugate 
4 3 comprising two polypeptides with a mutual 
44 affinity. 
4 6 <400> SEQUENCE: 1 

47 gtcgacgcat ggagtggtag ccgaggagga age atg ctg gcc gtc ggc tgc gcg 54 

48 Met Leu Ala Val Gly Cys Ala 

49 -15 

51 ctg ctg get gcc ctg ctg gcc gcg ccg gga gcg gcg ctg gcc cca agg 102 

52 Leu Leu Ala Ala Leu Leu Ala Ala Pro Gly Ala Ala Leu Ala Pro Arg 

53 -10 -5 -1 1 

55 cgc tgc cct gcg cag gag gtg gca aga ggc gtg ctg acc agt ctg cca 150 

56 Arg Cys Pro Ala Gin Glu Val Ala Arg Gly Val Leu Thr Ser Leu Pro 

57 5 10 15 20 

59 gga gac age gtg act ctg acc tgc ccg ggg gta gag ccg gaa gac aat 198 

60 Gly Asp Ser Val Thr Leu Thr Cys Pro Gly Val Glu Pro Glu Asp Asn 

61 25 30 35 
63 gcc act gtt cac tgg gtg etc agg aag ccg get gca ggc tec cae cec 246 
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Gin 


Trp 


Leu 


Gin 


Asp 


Met 


Thr 


Thr 


His 


Leu 


He 


Leu 


Arg 


Ser 


Phe 


Lys 


290 








480 










485 










490 








292 


Glu 


Phe 


Leu 


Gin 


Ser 


Ser 


Leu 


Arg 


Ala 


Leu 


Arg 


Gin 


Met 








293 




495 










500 










505 










296 


<210> 


SEQ ID NO: 


: 3 
























297 


<211> 


LENGTH: 1612 
























298 


<212> 


TYPE: 


DNA 


























299 


<213> 


ORGANISM: 


Unknown 






















301 


<220> 


FEATURE : 


























302 


<221> 


NAME/KEY: 


sig 


peptide 




















303 


<222> 


LOCATION: 


(34) 


. (90) 




















305 


<220> 


FEATURE: 


























306 


<221> 


NAME/KEY: 


CDS 
























307 


<222> 


LOCATION: 


(34) 


. . (1593) 




















309 


<220> 


FEATURE : 


























310 


<221> 


NAME/KEY: 


mat 


peptide 




















311 


<222> 


LOCATION: 


(91) 


. (1593) 




















313 


<220> 


FEATURE: 


























314 


<223> 


OTHER 


INFORMATION: 


: Description of 


Unknown 


Organism: A conju 


315 






comprising two polypeptides with a mutual 










316 






affinity. 


























318 


<400> 


SEQUENCE: 


3 
























319 


gtcgacgcat ggagtggtag ccgaggagga age atg ctg gcc gtc ggc 


; tgc gcg 


320 






















Met Leu Ala Val 


. Gly 


' Cys Ala 
































-15 




323 


ctg 


ctg 


get 


gee 


ctg 


ctg 


gcc 


gcg 


ceg 


gga 


gcg 


gcg 


ctg 


gee 


cea 


agg 


324 


Leu 


Leu 


Ala 


Ala 


Leu 


Leu 


Ala 


Ala 


Pro 


Gly 


Ala 


Ala 


Leu 


Ala 


Pro 


Arg 


325 








-10 










-5 








-1 


1 








327 


cgc 


tgc 


cct 


gcg 


cag 


gag 


gtg 


gea 


aga 


ggc 


gtg 


ctg 


acc 


agt 


ctg 


cea 


328 


Arg 


Cys 


Pro 


Ala 


Gin 


Glu 


Val 


Ala 


Arg 


Gly 


Val 


Leu 


Thr 


Ser 


Leu 


Pro 


329 


5 












10 










15 










20 


331 


gga 


gac 


age 


gtg 


act 


ctg 


ace 


tgc 


ceg 


ggg 


gta 


gag 


ceg 


gaa 


gac 


aat 


332 


Gly 


Asp 


Ser 


Val 


Thr 


Leu 


Thr 


Cys 


Pro 


Gly 


Val 


Glu 


Pro 


Glu 


Asp 


Asn 


333 












25 










30 










35 




335 


gcc 


act 


gtt 


eac 


tgg 


gtg 


etc 


agg 


aag 


ceg 


get 


gea 


ggc 


tec 


cae 


eee 


336 


Ala 


Thr 


Val 


His 


Trp 


Val 


Leu 


Arg 


Lys 


Pro 


Ala 


Ala 


Gly 


Ser 


His 


Pro 



54 



102 



150 



198 



246 
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